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situ Plate Seeding) &z8 MMatriClone™ (—7& Laminin-
based matrix) #ilTFSRIERANE - VIPS™ @B E &
(On-board imaging) R B &EEMZ T EMRE - KB
2RMmE LEAENSIUE - ARERAMHEENG AREEE
VIPS™ + MatriClone™ ¥R E R #REE hiPSC A8 TERiER
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AEERZEZER (Ribonucleoprotein, RNP) iEi%
CRISPR-Cas9 4t - &uPx hiPSC AEtx 8 EMX1 EHA (£
@?Hﬂi\“‘ﬁﬁﬁﬁ%ﬁﬁ%?) {24 - #Z# (Nucleofection) & -
1§ hiPSC fERE AR - &8 VIPS™ 3% LD ##iEF96A.88 0
AEBFERZAE MatriClone™ HIBESEETIHEEE - BT
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VIPS™ DB A ANBISE AT - (518 - BETEEEELKX
AMEIXR@EEFLARMNS0 pL BEERHEFTICIA R - WEEEE
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Homozygous deletion - MEEUEREIIGE —EREGRK ; EfE F2 2
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FUERARKIOEMEL -
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Delivery of Gene Editing Tocls ,\) VIPS Single Cell Plating Screening and S i Characterization, Expansion and downstream use
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Sequencing
3 x 96 well plates 193 single cells 116 clonal colonies 100 expanded and 50 confirmed indels 10 banked
(285 wells) sequenced -
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