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' BRCA1  BRCA2

| Breast cancer: 50%t065% 40% to 55%
: ] - Males: 1.2% Males: Up to 9%

-~ Pancreas cancer: 1-3% 2-7%

-/ Ovarian cancer: 40% to 65% 15% to 25%

- ‘Prostate cancer: 9% 15%
(Bl—, BRCA1/2&2 E B RARVEAE A, Nancie Petrucelli; Mary B Daly;

Tuya Pal (1993). "BRCA1- and BRCA2-Associated Hereditary Breast
and Ovarian Cancer". GeneReviews, at National Center for
Biotechnology Information. PMID 20301425. Initial Posting:
September 4, 1998; Last Update: December 15, 2016.)
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Product Material Format Fill Total VAF u'
& Conc. Volume Mass
@
Seraseq FFPE BRCA1/2 LGR 0730- | FFPE 10 um =100 ~15% | : Sl
Reference Material 0564 curl/vial ng B G
Seraseq gDNA BRCAL1/2 LGR 0730- 15 ng/uL. 25 uL 375 ~10% Q//
\
Somatic Mutation Mix 0567 ng %ﬁ
Seraseq gDNA BRCA1/2 LGR 0730- 15 ng/pL 25 uL 375 ~50% ' .
Inherited Mutation Mix 0568 ng 2 °
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